DAE-E rule tiles

VE- 00 UE- 11
1>CCATTCGG ACGITT GCGGTAA - AG ATTAGG ACATTGAA>1 1>CGTTAAGG ACGACG CAATTCT  CA CATCGG ACGAGTAG-1
2<ATGGAGGTAAGCC TGCAAA CGCOCATT<3<TC TAATCC TGTAACTTGACCA<4 00 2<ATGGAGCAATTCC TGCTGC GITAAGA<3<GT GTAGCC TGCTCATCGACCA<4

% 'G:rm:m'cmrcl m
2>CI GG TCCGAGCA hmu:mu! l;x:cnmmM 2>GICTGTGGI TTCA 4
5<AGGCTCGT COGCTC ACACTAT — GC TGATGT CCGCAAGT<5 5<ACCAAAGT CCAACG ATCCAGA  GC GATAGT CCTAGATA<S
(strands VE1, VE2_EE00, VE3, VE4_EE00, VE5) (strands UE1, UE2_EE11, UE3, UE4_EE11, UE5)
7]
T CGCTGAGCIT RE- 01 T SE- 10
T GCGACTCG T CCATTCAT
T T
1>CGTATTGG ACATTT COGTAGA  CC GACTGG ACATCTTC>1 1>CTCAGTGG ACAGLC GTTCTGG  AG CGTTGG ACGAARACT>1
2<TTACGGCATAACC TGTAAA GGCATCT<3<GG CTGACC TGTAGAAGCAGAC<4 11 2<TTACGGAGTCACC TGTCGG CAAGACC<3<TC GCAACC TGCTTTGACAGAC<4
01
2>CIGGICCT TCACA m m4 2>GI CI GG AGAGCA [mmmmm! !z:mm,'r>4
5<GGAAGTGT COGTCT TAGITAG TA TTCTGT CCATCACC<5 5<CATCTCGT CCGATT TGICATT GG CTTCGT CCAGTAGC<5
T
T
TTGAACGCTG T TTTACAGCCG T
T T
(strands RE1J, RE2_EEO1, RE3, RE4, RE5J) (strands SE1J, SE2, SE3, SE4_EE10, SE5J)

DAE-E R-type nucl eating conpl exes
NRE

1>ATGCCAGG ACGTTCGCAGCAG  TCAACAGG ACGATCAA>1
2<ATGGATACGGTCC TGCAAGCGTCGIC<3<AGITGICC TGCTAGITCAGAC<4

e s | e M S M
2>TGGTT AGTTTGGA 4

............. ACCAA TCAAACCT CCTTCACTACATT  CTATACCT CCATCCAC CTAAT CTATCTACTCTCTAACTCATATCACAACAAACTATTC ACCAA
Bri dgeNUERE <--- | [<--- NRES < [<--- Br i dgeNRERE <A

NUE

1>CGAACTGG ACGAAGGCAAGCG TGACAAGG ACCGITAG1
2<ATGGAGCTTGACC TGCTTCCGITCGC<3<ACTGITCC TGGCAATCGACCA<4

---> CapNUERE --->
2>TGGTT GATGGAGA T T AATGTA( AA( Al 4 A A T \[ TGTAAA( TA
............. ACCAA CTACCTCT CCTAAACTTACCA  TTACATCT CCAATTCT CATCC TCACTTATCTTTACTTAACATTTCAACACTCCACAAT ACCAA
BridgeNERE <---| [<--= NUES <1 [<==s Bri dgeNUERE <00

Figure S5: DAE-E diagrams. Arrows point 5’ to 3'. Component subsequences of the nucleating strand are indicated.
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